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DETECTION THEREOF 

<130> 38-21 (52221)B 

<150> 60/399,279 
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<150> PCT/US03/22860 

<151> 2003-07-23 

<160> 21 

<170> PatentIn version 3.1 

<210> 1 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> 5' junction sequence 

<220> 

<221> DNA 

<222> (1) . . (20) 

<223> 5' junction sequence 
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<400> 1 
agcttggtac actttggggt 



20 



<210> 2 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> 3' junction sequence 
<220> 

<221> DNA 

<222> (1) . . (20) 

<223> 3' junction sequence 

<4 00> 2 

ggaattcggt ctccctatag 20 

<210> 3 

<211> 508 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> 5' genome + insert sequence 
<220> 

<221> DNA 

<222> (1) . . (508) 

<223> 5' genome + insert sequence 



<400> 3 

gtcttgcgaa ggatagtggg attgtgcgtc atcccttacg tcagtggaag tatcacatca 



60 



atccacttgc tttgaagacg tggttggaac gtcttctttt tccacgatgc tcctcgtggg 



120 



tgggggtcca tctttgggac cactgtcggc agaggcatct tgaatgatag cctttccttt 



180 
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atcgcaatga tggcatttgt aggtgccacc ttccttttct actgtccttt tgatgaagtg 240 

acaggtagga tcggaaagct tggtacactt tggggtgaac acccatccga acaagtaggg 300 

tcaatagttc agcatttagg ccgtaacatt tagcaaaaaa ctaatcttaa acccaacaag 360 

tgctctccga accaagctag atagtctcct atcactaggc tcaccaacca acctggactt 420 

tgattctttc ttattattct aaccgggata taaaaaccat aaggattgtt tccagccaag 480 

agttcccata tgacataagc gctcttgg 508 

<210> 4 

<211> 584 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> 3' insert + genome sequence 
<220> 

<221> DNA 

<222> (1) . . (584) 

<223> 3' insert+genome sequence 



<400> 4 
ctgatcattg 


gtgctgagtc 


cttcgtctcc 


aacgagaaga 


tctacatcga 


caagatcgag 


60 


ttcatccccg 


tccagctgtg 


ataggaactc 


tgattgaatt 


ctgcatgcgt 


ttggacgtat 


120 


gctcattcag 


gttggagcca 


atttggttga 


tgtgtgtgcg 


agttcttgcg 


agtctgatga 


180 


gacatctctg 


tattgtgttt 


ctttccccag 


tgttttctgt 


acttgtgtaa 


tcggctaatc 


240 


gccaacagat 


tcggcgatga 


ataaatgaga 


aataaattgt 


tctgattttg 


agtgcaaaaa 


300 


aaaaggaatt 


agatctgtgt 


gtgttttttg 


gatccccggg 


gcggccgcgg 


ggaattcggt 


360 


ctccctatag 


agcagagcat 


agtgacaaaa 


gttccattta 


gatatggttg 


tatcatatgt 


420 


atataaagaa 


tgtactcgca 


atgaactggc 


taagtccaac 


caaccatgat 


ggcagcctgc 


480 


ccccctatag 


ccaaagcaag 


cgatagcaaa 


tagtgatttt 


atggagtaag 


cttcgctccg 


540 


cgccaattag 


aaaaaagtga 


aaagactcta 


tgctctgctc 


atat 




584 



<210> 5 
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<212> DNA 
<213> corn 



<220> 

<221> DNA 

<222> (1) . . (242) 

<223> 5' corn genome sequence 

<400> 5 

actttggggt gaacacccat ccgaacaagt agggtcaata gttcagcatt taggccgtaa 60 

catttagcaa aaaactaatc ttaaacccaa caagtgctct ccgaaccaag ctagatagtc 120 

tcctatcact aggctcacca accaacctgg actttgattc tttcttatta ttctaaccgg 180 

gatataaaaa ccataaggat tgtttccagc caagagttcc catatgacat aagcgctctt 240 

gg - 242 

<210> 6 

<211> 224 

<212> DNA 

<213> corn 

<220> 

<221> DNA 

<222> (1) . . (224) 

<223> 3' corn genome sequence 

<400> 6 

ctccctatag agcagagcat agtgacaaaa gttccattta gatatggttg tatcatatgt 60 

atataaagaa tgtactcgca atgaactggc taagtccaac caaccatgat ggcagcctgc 120 

ccccctatag ccaaagcaag cgatagcaaa tagtgatttt atggagtaag cttcgctccg 180 

cgccaattag aaaaaagtga aaagactcta tgctctgctc atat 224 

<210> 7 
<211> 266 
<212> DNA 



<213> 
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Artificial Sequence 



<220> 

<223> 5' insert sequence 
<220> 

<221> DNA 

<222> (1) . . (266) 

<223> 5* insert sequence 

<400> 7 

gtcttgcgaa ggatagtggg attgtgcgtc atcccttacg tcagtggaag tatcacatca 60 

atccacttgc tttgaagacg tggttggaac gtcttctttt tccacgatgc tcctcgtggg 120 

tgggggtcca tctttgggac cactgtcggc agaggcatct tgaatgatag cctttccttt 180 

atcgcaatga tggcatttgt aggtgccacc ttccttttct actgtccttt tgatgaagtg 240 

acaggtagga tcggaaagct tggtac 266 

<210> 8 

<211> 360 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> 3' insert sequence 
<220> 

<221> DNA 

<222> (1) . . (360) 

<223> 3' insert sequence 

<400> 8 

ctgatcattg gtgctgagtc cttcgtctcc aacgagaaga tctacatcga caagatcgag 

ttcatccccg tccagctgtg ataggaactc tgattgaatt ctgcatgcgt ttggacgtat 

gctcattcag gttggagcca atttggttga tgtgtgtgcg agttcttgcg agtctgatga 

gacatctctg tattgtgttt ctttccccag tgttttctgt acttgtgtaa tcggctaatc 
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60 
120 
180 
240 
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gccaacagat tcggcgatga ataaatgaga aataaattgt tctgattttg agtgcaaaaa 



300 



aaaaggaatt agatctgtgt gtgttttttg gatccccggg gcggccgcgg ggaattcggt 



360 



<210> 9 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> 5' 5' primer 
<220> 

<221> DNA 

<222> (1) . . (22) 

<223> 5' flanking sequence 5' primer 

<400> 9 

gtcttgcgaa ggatagtggg at 22 

<210> 10 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> 5' 3' primer 
<220> 

<221> DNA 

<222> (1) . . (22) 

<223> 5' flanking sequence 3' primer 



<400> 10 

catatgacat aagcgctctt gg 



22 



<210> 



11 
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<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> 3' 5' primer 
<220> 

<221> DNA 

<222> (1)..{23) 

<223> 3' flanking sequence 5' primer 

<400> 11 

ctgatcattg gtgctgagtc ctt 23 

<210> 12 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> 3' 3' primer 
<220> 

<221> DNA 

<222> (1) . . (22) 

<223> 3' flanking sequence 3' primer 



<400> 12 

agactctatg ctctgctcat at 



22 



<210> 



13 



<211> 



27 



<212> 



DNA 



<213> Artificial Sequence 
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<220> 

<223> 5' genome walker primer 1 

<220> 

<221> DNA 

<222> (1) . . (27) 

<223> 5' genome walker primer 1 

<400> 13 

gaacgtcttc tttttccacg atgctcc 

<210> 14 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> 5' genome walker primer 2 
<220> 

<221> DNA 

<222> (1) - - (26) 

<223> 5' genome walker primer 2 

<400> 14 

tcggcagagg catcttgaat gatagc 

<210> 15 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> 3' genome walker primer 1 
<220> 
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<221> 



DNA 



<222> 



(1) - . (26) 



<223> 



3* genome walker primer 1 



<400> 15 

gcgagtctga tgagacatct ctgtat 



26 



<210> 16 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> 3' genome walker primer 2 
<220> 

<221> DNA 

<222> (1)..{27) 

<223> 3' genome walker primer 2 

<4 00> 16 

aatttggttg atgtgtgtgc gagttct 27 

<210> 17 

<211> 416 

<212> DNA 

<213> Cauliflower mosaic virus 
<220> 

<221> DNA 

<222> (1) . . (416) 

<223> CaMV35S AS4 promoter sequence 



<400> 17 

ttctagagga tcagcatggc gcccaccgtg atgatggcct cgtcggccac cgccgtcgct 60 
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ccgttcctgg ggctcaagtc caccgccagc ctccccgtcg cccgccgctc ctccagaagc 120 

ctcggcaacg tcagcaacgg cggaaggatc cggtgcatgc aggtaacaaa tgcatcctag 180 

ctagtagttc tttgcattgc agcagctgca gctagcgagt tagtaatagg aagggaactg 240 

atgatccatg catggactga tgtgtgttgc ccatcccatc ccatcccatt tcccaaacga 300 

accgaaaaca ccgtactacg tgcaggtgtg gccctacggc aacaagaagt tcgagacgct 360 

gtcgtacctg ccgccgctgt cgaccggcgg gcgcatccgc tgcatgcagg ccatgg 416 

<210> 18 
<211> 75 
<212> DNA 

<213> Triticum aestivum 
<220> 

<221> DNA 
<222> (1) . . (75) 

<223> L-Ta.hcbl untranslated leader sequence 
<400> 18 

ctagaaccat cttccacaca ctcaagccac actattggag aacacacagg gacaacacac 60 
cataagatcc aaggg 75 

<210> 19 

<211> 804 

<212> DNA 

<213> Oryza sp. 

<220> 

<221> DNA 

<222> (1) . . (804) 

<223> I-OS.Actl rice actin intron sequence 
<400> 19 

accgtcttcg gtacgcgctc actccgccct ctgcctttgt tactgccacg tttctctgaa 60 
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tgtggtgatt gctgagagtg gtttagctgg atctagaatt acactctgaa 


120 


stccftgttct 


gcctgtgctg 


attacttgcc 


gtcctttgta 


gcagcaaaat 


atagggacat 


180 




aacgaagata 


gaacctacac 


agcaatacga 


gaaatgtgta 


atttggtgct 


240 




tatttaagca 


catgttggtg 


ttatagggca 


cttggattca 


gaagtttgct 


300 




gcacaggctt 


catactacat 


gggtcaatag 


tatagggatt 


catattatag 


360 


QCCfd'tdC't^'t 


aataatttgt 


tcgtctgcag 


agcttattat 


ttgccaaaat 


tagatattcc 


420 




ttgtttgtgt 


gctgttaaat 


tgttaacgcc 


tgaaggaata 


aatataaatg 


4 80 




gatgtttatc 


tctgctcctt 


tattgtgacc 


ataagtcaag 


atcagatgca 


540 


cttgt tttaa 


atattgttgt 


ctgaagaaat 


aagtactgac 


agtattttga 


tgcattgatc 


600 


tgcttgtttg 


ttgtaacaaa 


atttaaaaat 


aaagagtttc 


ctttttgttg 


ct ct ccttac 


660 


ctcctgatgg 


tatctagtat 


ct accaactg 


acactatatt 


gcttctcttt 


acatacgtat 


720 


cttgctcgat 


gccttctccc 


tagtgttgac 


cagtgttact 


cacatagt ct 


ttgctcattt 


780 


cattgtaatg 


cagataccaa 


gcgg 








804 


<210> 


20 














<211> 


1984 












<212> 


DNA 














<213> 


Artificial Sequence 










<220> 
















<223> 


non- 


-native CrySBb variant 


11231mvl 








<220> 
















<221> 


DNA 














<222> 


(1) . 


. . (1984) 












<223> 


non- 


-native Cry3Bb variant 










<400> 20 
ccatggccaa 


ccccaacaat 


cgctccgagc 


acgacacgat 


caaggtcacc 


cccaactccg 


60 


agctccagac 


caaccacaac 


cagtacccgc 


tggccgacaa 


ccccaactcc 


accctggaag 


120 


agctgaacta 


caaggagttc 


ctgcgcatga 


ccgaggactc 


ctccacggag 


gtcctggaca 


180 


actccaccgt 


caaggacgcc 


gtcgggaccg 


gcatctccgt 


cgttgggcag 


atcctgggcg 


240 


tcgttggcgt 


ccccttcgca 


ggtgctctca 


cctccttcta 


ccagtccttc 


ctgaacacca 


300 


tctggccctc 


cgacgccgac 


ccctggaagg 


ccttcatggc ccaagtcgaa 
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gtcctgatcg 


360 
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acaagaagat cgaggagtac gccaagtcca aggccctggc cgagctgcaa ggcctgcaaa 420 

acaacttcga ggactacgtc aacgcgctga actcctggaa gaagacgcct ctgtccctgc 480 

gctccaagcg ctcccagggc cgcatccgcg agctgttctc ccaggccgag tcccacttcc 54 0 

gcaactccat gccgtccttc gccgtctcca agttcgaggt cctgttcctg cccacctacg 600 

cccaggctgc caacacccac ctcctgttgc tgaaggacgc ccaggtcttc ggcgaggaat 660 

ggggctactc ctcggaggac gtcgccgagt tctaccgtcg ccagctgaag ctgacccaac 720 

agtacaccga ccactgcgtc aactggtaca acgtcggcct gaacggcctg aggggctcca 780 

cctacgacgc atgggtcaag ttcaaccgct tccgcaggga gatgaccctg accgtcctgg 840 

acctgatcgt cctgttcccc ttctacgaca tccgcctgta ctccaagggc gtcaagaccg 900 

agctgacccg cgacatcttc acggacccca tcttcctgct cacgaccctc cagaagtacg 960 

gtcccacctt cctgtccatc gagaactcca tccgcaagcc ccacctgttc gactacctcc 1020 

agggcatcga gttccacacg cgcctgaggc caggctactt cggcaaggac tccttcaact 1080 

actggtccgg caactacgtc gagaccaggc cctccatcgg ctcctcgaag acgatcacct 1140 

cccctttcta cggcgacaag tccaccgagc ccgtccagaa gctgtccttc gacggccaga 1200 

aggtctaccg caccatcgcc aacaccgacg tcgcggcttg gccgaacggc aaggtctacc 1260 

tgggcgtcac gaaggtcgac ttctcccagt acgatgacca gaagaatgaa acctccaccc 1320 

\ agacctacga ctccaagcgc aacaatggcc acgtctccgc ccaggactcc atcgaccagc 1380 

tgccgcctga gaccactgac gagcccctgg agaaggccta ctcccaccag ctgaactacg 14 4 0 

cggagtgctt cctgatgcaa gaccgcaggg gcaccatccc cttcttcacc tggacccacc 1500 

gctccgtcga cttcttcaac accatcgacg ccgagaagat cacccagctg cccgtggtca 1560 

aggcctacgc cctgtcctcg ggtgcctcca tcattgaggg tccaggcttc accggtggca 1620 

acctgctgtt cctgaaggag tcctcgaact ccatcgccaa gttcaaggtc accctgaact 1680 

ccgctgcctt gctgcaacgc taccgcgtcc gcatccgcta cgcctccacc acgaacctgc 1740 

gcctgttcgt ccagaactcc aacaatgact tcctggtcat ctacatcaac aagaccatga 1800 

acaaggacga tgacctgacc taccagacct tcgacctcgc caccacgaac tccaacatgg 1860 

gcttctcggg cgacaagaat gaactgatca ttggtgctga gtccttcgtc tccaatgaaa 1920 

agatctacat cgacaagatc gagttcatcc ccgtccagct gtgataggaa ctctgattga 1980 

attc 1984 

<210> 21 
<211> 234 
<212> DNA 
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<213> TriticLun aestivum 

<220> 

<221> DNA 

<222> (1) . . (234) 

<223> T-Ta.Hspl7 termination and polyadenylation sequence 

<400> 21 

aattctgcat gcgtttggac gtatgctcat tcaggttgga gccaatttgg ttgatgtgtg 60 

tgcgagttct tgcgagtctg atgagacatc tctgta'ttgt gtttctttcc ccagtgtttt 120 

ctgtacttgt gtaatcggct aatcgccaac agattcggcg atgaataaat gagaaataaa 180 

ttgttctgat tttgagtgca aaaaaaaagg aattagatct gtgtgtgttt tttg 234 
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